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Human PAX6 qPCR Primer Pair
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QHO04565S Human PAX6 qPCR Primer Pair 200X
FEamiE T
» Human PAX6 qPCR Primer Pair, HIAPAX6 qPCR5I#1*f, FZH THTSYBR GreenffiqgPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH %7 E B PCRE LM & & PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), E—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RATHE RN (PCREREF=MEEN L, qPCRE
FRIFRN T R SYBR GreenZ ik WY RHEMIRE ., SYBR GreenZEud kiR AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HRNHADNA (gDNA)WY#[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NINER; 51N TMEL60°C, KZ4L
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name paired box 6
Gene Symbol PAX6
Synonyms AN; AN1; AN2; FVHI1; MGDA; WAGR; ASGD5; D11S812E
Organism Human
Gene ID 5080
UniProt ID P26367

Main Accession No. NM_001604

NM_000280, NM_001127612, NM_001258462, NM_001258463, NM_001258464,
NM_001258465, NM_001310158, NM_001310159, NM_001310160, NM_001310161,
NM_001604, NM_000280.1, NM_000280.2, NM_000280.3, NM_000280.4, NM_001604.1,
NM_001604.2, NM_001604.3, NM_001604.4, NM_001604.5, NM_001127612.1,
NM_001258464.1, NM_001258465.1, NM_001258462.1, NM_001258463.1, BC011953,
BC011953.1, BE221553, BI789171, BI816814, BM313099, BM557761, BM666662,
BM725029, BP394398, BP394576, BU072567, BX089704, BX114225, BX440968, BX640762,
NM_001368887, NM_001368892, NM_001368894, NM_001368899, NM_001368900,
Other Accession No. | NM_001368903, NM_001368906, NM_001368908, NM_001368909, NM_001368910,
NM_001368912, NM_001368915, NM_001368916, NM_001368917, NM_001368918,
NM_001368922, NM_001368924, NM_001368926, NM_001368927, NM_001368929,
NM_001368888, NM_001368889, NM_001368890, NM_001368891, NM_001368893,
NM_001368901, NM_001368902, NM_001368904, NM_001368905, NM_001368907,
NM_001368911, NM_001368913, NM_001368914, NM_001368919, NM_001368920,
NM_001368921, NM_001368923, NM_001368925, NM_001368928, NM_001368930,
NR_160916, NR_160917, NM_001604.6, NM_001258462.3, NM_001258463.2,
NM_000280.5, NM_001258465.3, NM_001127612.3, NM_001258464.2

Map Location 11p13

Pathway Stem Cell; Transcription Factors; AMPK Signaling Pathway

This gene encodes paired box protein Pax-6, one of many human homologs of the

Gene S . .\ . .
ene summary Drosophila melanogaster gene prd. In addition to a conserved paired box domain, a




hallmark feature of this gene family, the encoded protein also contains a homeobox
domain. Both domains are known to bind DNA and function as regulators of gene
transcription. Activity of this protein is key in the development of neural tissues,
particularly the eye. This gene is regulated by multiple enhancers located up to
hundreds of kilobases distant from this locus. Mutations in this gene or in the enhancer
regions can cause ocular disorders such as aniridia and Peters anomaly. Use of
alternate promoters and alternative splicing results in multiple transcript variants
encoding different isoforms. Interestingly, inclusion of a particular alternate coding
exon has been shown to increase the length of the paired box domain and alter its DNA
binding specificity. Consequently, isoforms that carry the shorter paired box domain
regulate a different set of genes compared to the isoforms carrying the longer paired
box domain. [provided by RefSeq, Mar 2019]

Amplicon Information

Amplicon Length (bp) | 130
NCBI mRNA ID NM_001604.6
NCBI Protein ID NP_001595.2

Ensembl Transcript ID

ENST00000640368.2

Ensembl Gene ID ENSG00000007372.25
Ensembl mRNA ID PAX6-268
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RIFFM:

-20°CHR17. BWEREHITIES 2%, #%RE IR,

FEEI

> PCRY MR E AT RE S AR R L SRS fA A 2 A8 i A P 2= 5=

> BARRYG W R AR G, BRI T RRIIZ (Melt curve) 734 DABEY 1 SRV R Ttk AN A — Mafgh
2R (Ot Bz IR IR R EEDNAF I TmfE), WA~ —r=4); RERhZ BN, Zlgsizigis, mJRe2s5Y)
CRASARR R, FAERRADNATGR, WIS R, BB E AR SR A (No template control, NTC),

BITR2 7 R 2 Fh L S BRABE AR BAS D
HUAERE S PED I

> FHRINARREEY 855,

MR RN 7y, HAERESFLAMITCRARON BRI R ZRA 22 5%, RTHIBTR S 7 1ES 1) R IR s e

P59 PCR Mix,

> AFERT LA RBIRENIH, MR TIRRISEEGGTY, MR T 8BRS, MR EEEEN.
> NTIERZENERE, EFLRIRHFR—RETFERE.

ERAE:
1. PCRIZMAZRMLLE:

a. FFEA T, 3000-8000 X gL 143580, DARTFF &IN5 YR8, BB MA400ulBaiKk, SEEiFEFEERSIER, &
JEEONUPEEO)LR, FHEEERERERITIRS, W18400u] 2.5uM eachfyPrimer Mix, #B4li7K#fE7 & F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

il fig IR ST PCR I M. AT T I & AV . SYBR Green qPCR Mix 755 R ME RS G B T kit Levk@& M,

BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (B5i54%) (D7509),

c. BETRERRIVKIB LIZFEPCRRMAKR, PA6FLHFIBeyoFast™ SYBR Green qPCR Mix (2X) 4,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
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1 BT YA E90.2-0.5uM eachN AI3R1G RAFHURIER, HATARHEIE 0. 1-1.0uM each i [l NERE S5 [MHI2¢
WREE,
1:2: WHEDNAGMRAE PA1-10ng cDNAKNSHEHE, FARRYIFEIETR S AR EREEEPE DUECRRE, a2, _UJIUQ
PR F BB TR R, DA AR EF &, RT-PCRR MZZICDNABE BEABARET, HifkmERE
PCRZ IS AAFN10%,
3 96FLIRIIHEE R MR ZR H200], AT DURIESERRSZR TR R, & LbBy Reigs/ MM A R,
4 AUV E AR KBRS R,
d. ABRRSREVETIRS SR M VortexiRs, Ein LR, EMARRTEK, #F#HBeyoFuge™ Bl R LR E DL
(FBEX, 2500rpm) (E6758)HH THLIHEE L,
e. KIREIFHNPCRR M EHPCRRMARE THOCERPCRIN L, FiaERPCRRI,
PCRIZMFEN :
fEReal-time PCR& M AT THARMITAEN:, BHILENISC 258, B2 EGCHMRIE YIEK KN FZE5-1078, AfEFZ
ABI QuantStudio™ 6 Flexi& € & PCR{CHH:
WA 95°C 2434k,
st 95°C 15%);
B /A 60°C 15-30%D;
BESBEOMS e, SHEA0MEIR;
YRR ST (RTIE) . 95°C 15, 60°C 1589, 95°C 15%);
f. HHZOLEEPCRIGREEM R AT R,
i ARG EMQPCRIRN RS, NHESE, EhR RV FFRENR, 5IWSENEEARMNS R, FHRESENR. 51%. B
BB RO E B E RN A, AR LIRS s/ NR VAR R, EIR A 5qPCR, WIHSRH =25 15qPCR, HFELEIR K /HE(H
JEM—272°C 308>, BHSESENED. cRIGMMNIX—PBIL40MEIRRIA],
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gqPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000¢X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000X
QH00049 Human PPIA qPCR Primer Pair 200/1000X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000X
QH00073 Human TFRC gPCR Primer Pair 200/1000¢X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
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QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000/X

¥: #EFEMRHGAPDH, RPLPO. ACTB. TUBBFIB2MfEANZ, HUBX=FTLEM ALK, ol AZAHEHHPRT1E
RNA18SSIERNNS, NIEFHENERIEE, LIRS [tynr 244 H [5-6],
2. /NEAZ5 X

] R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000/X
QM00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000X
QM00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

1 #EFMEAHGapdh. Rplp0. Actb, TubbMB2mfENANZ, (HIMFX=FTLIEW R LR R, ATAZEE A Hprtls{Rnl8s

TERNZ, AIREFHESZRRRCR, LRGPy R [5-6],
3. EFHDNA (gDNA)5 ¥4 (F T gDNATS Getaiil) :
k] T A HR (2ES
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢%

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixM4E#1:

7 S P2 AR (25
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji54%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
7507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K
FASAO011-1pc BeyoGold™H R IE IR 14/4R
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FSF002 JOEE B PCRAEMRIK(ABIZ) %) 20f /%

FSF035-100pcs BeyoGold™ ¥ & PCR A B AR (£ 5URY) 100} /623%
FSF039-20pcs BeyoGold™ ¥ e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e s PCRATEIAE (B, BE19345) 1007 /E1%E
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 1254/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258/, 108/48

FTUB333 Pt E EmPCRAIOFLIR (ABIFZE) 205 /B3

FTUB384 W E mPCRAI3844LMR (ABI43245) 200 /B4
FTUB335-1box BeyoGold™Ze e & PCRAI6FLIR(0.2ml, TotEid, BEHH) 100Y/&
FTUB335-5bxs BeyoGold™# K E & PCRAII6FLAR(0.2ml, ot 1#EHA) 101N /8, S&E /46
FTUB337-1box BeyoGold™Z )& S PCRAIO6FLAR (0.2ml, 4R34, iEHH) 107N/&

( )

FTUB337-5bxs BeyoGold™# & EPCRAIO6FLAR (0.2ml, 4R34, BEHA 10N/&, 5E/FE
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